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tuv ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

FOlTcRF^iraMISSION^ND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
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RAW SEQUENCE LISTING DATE: 08/11 /20|D3 

PATENT APPLICATION: OS/10/612,466 TIME: 13:38:59| 

Input Set : A:\1625eeq.001 

Output Set: N:\CRF4\08112003\J612466.raw 

62 Asn Gly Tyr Met Arg He Thr Asn Glu Asn Phe Val Asp Ala Tyr Glu 

63 95 100 105 

65 aac tec aac tec act gag ttt gta age ctg gee age aag gtg aag gac 388 

66 Asn ser Asn Ser Thr Glu Phe Val Ser Leu Ala Ser Lys Val Lys Asp 
«7 110 115 120 

69 gcg ctg aag ctg ctg tac age gga gtc cca ttc ctg ggc ccc tac cac 436 

70 Ala Leu Lys Leu Leu Tyr Ser Gly Val Pro Phe Leu Gly Pro Tyr His 

71 125 I 30 135 

73 aaa gag teg get gtg acg gee ttc age gag ggc age gtc ate gee tac 484 

74 Lys 111 Ser Ala Val Thr Ala Phe Ser Glu Gly Ser Val He Ala Tyr 

75 140 I 45 150 

77 tac tag tct gag ttc age ate ccg cag cac ctg gtg gag gag gee gag 532 

78 Tyr Tr? Ser Glu Phe Ser He Pro Gin His Leu Val Glu Glu Ala Glu 
70 i 55 160 165 1 

81 cgc gtc atg gee gag gag cgc gta gtc atg ctg ccc ccg egg gcg cgc 580 

82 Sg Val Met Ala Glu Glu Arg Val Val Met Leu Pro Pro Arg Ala Arg 
03 175 180 185 

85 tec ctg aag tec ttt gtg gtc acc tea gtg gtg get ttc ccc acg gac 628 

86 Ser Leu Lys Ser Phe Val Val Thr Ser Val Val Ala Phe Pro Thr Asp 
195 200 



87 190 



tec aaa aca gta cag agg acc cag gac aac age tgc age ttt ggc ctg 

90 Ser Lys Thr Val Gin Arg Thr Gin Asp Asn Ser Cys Ser Phe Gly Leu 

91 205 210 215 

93 cac gec cgc ggt gtg gag ctg atg cgc ttc acc acg ccc ggc ttc cct 

94 His Ala Arg Gly Val Glu Leu Met Arg Phe Thr Thr Pro Gly Phe Pro 

95 220 225 230 

97 aac age ccc tac ccc get cat gec cgc tgc cag tgg gee ctg egg ggg 

98 Asp Ser Pro Tyr Pro Ala His Ala Arg Cys Gin Trp Ala Leu Arg Gly 

99 235 240 245 250 

101 qac gee gac tea gtg ctg age etc acc ttc cgc age ttt gac ctt gcg 

102 Asp Ala L P Ser Val Leu Ser Leu Thr Phe Arg Ser Phe Asp Leu Ala 

103 255 260 265 

105 tec tgc gac gag cgc ggc age gac ctg gtg acg gtg tac aac acc ctg 

106 Ser Cyt Asp Glu Arg Gly Ser Asp Leu Val Thr. Val Tyr Asn Thr Leu 

107 270 275 280 

109 age ccc atg gag ccc cac gee ctg gtg cag ttg tgt ggc acc tac cct 

110 Ser Pro Met Glu Pro His Ala Leu Val Gin Leu Cys Gly Thr Tyr Pro 

111 285 290 295 

113 ccc tec tac aac ctg acc ttc cac tec tec cag aac gtc ctg etc ate 

114 Pro Ser Tyr Asn Leu Thr Phe His Ser Ser Gin Asn Val Leu Leu He 

115 300 305 310 

117 aca ctg ata acc aac act gag egg egg cat ccc ggc ttt gag gec acc 

118 Thr Leu He Thr Asn Thr Glu Arg ATg His Pro Gly Phe Glu Ala Thr 
--- 325 330 



. 119 315 320 



121 ttc ttc cag ctg cct agg atg age age tgt gga ggc cgc tta cgt aaa 

122 Phe Phe Gin Leu Pro Arg Met Ser Ser Cys Gly Gly Arg Leu Arg Lys 

123 335 340 345 

125 gec cag ggg aca ttc aac age ccc tac tac cca ggc cac tac cca ccc 

126 Ala Gin Gly Thr Phe Asn Ser Pro Tyr Tyr Pro Gly Hxs Tyr Pro Pro 
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g a s a 5 = 5 a s Ssa a a = S a a 1156 

II s a 5 a a s a a a a a a is a a s 1204 

g s £ ss = s? a s a = s a is s s a ss 1252 

139 395 . i?? ^-o a « e aac aac aac aag ate aca 1300 



g £ is a a a S a a a a a = a a a a 

131 a 5 a a S a s a £ a a = s a = s 1348 

IIS s ss a E ss a a a a a s a is a a a 1386 

ill tac cac acg ggg egg tgt ate egg aag gag ctg egc tgt gat ggc tgg 1444 
S Cys 2g 52 Gly A?g Cys He Arg Lys Glu Leu Arg Cys Asp Gly Trp 

g s £ ss s a a £ a a a a ss as ss ss a 

g £ ss s a s £ a a a a s a a a i s 1510 

111 s ss c ss a ss a ss is a a s a a a is 1588 

g SS £ SS £ K a IS £ a SS £ SS 5 5! SS a 1636 

»; s2 a £ s a ss ss £ a a 5 1 ss a as = 1684 

15 a £ a s ss a S a ss a a s ss a a = 1732 
g £ a a ss a a is a ss s a a is a a 12 1780 
g ss c is a £ a ss s 5 is a a s 5 a ss - 
g a ss is £ b s a a s s a ss a a 11? is 1818 

ion fios 610 
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193 acg gat gcg gat gag ggc gag tgg ccc tgg cag 

194 Thr Asp Ala Asp Glu Gly Glu Trp Pro Trp Gin 

195 620 625 

197 ctg ggc cag ggc cac ate tgc ggt get tec etc 

198 Leu Gly Gin Gly His lie Cys Gly Ala Ser Leu 

199 635 640 

201 ctg gtc tct gec gca cac tgc tac ate gat gac 

202 Leu Val Ser Ala Ala His Cys Tyr He Asp Asp 

203 655 660 

205 tea gac ccc acg cag tgg acg gee ttc ctg ggc 

206 Ser Asp Pro Thr Gin Trp Thr Ala Phe Leu Gly 

207 670 675 

209 cag cgc age gee cct ggg gtg cag gag cgc agg 

210 Sn Arg Ser Ala Pro Gly Val Gin Glu Arg Arg 

211 685 690 

213 tec cac ccc ttc ttc aat gac ttc ace ttc gac 

214 Ser His Pro Phe Phe Asn Asp Phe Thr Phe Asp 

215 700 705 

217 ctg gag ctg gag aaa ccg gca gag tac age tec 

218 Leu 111 Leu Glu Lys Pro Ala Glu Tyr Ser Ser 

219 715 720 

221 tge ctg ccg gac gee tec cat gtc ttc cct gee 

222 Cys Leu Pro Asp Ala Ser His Val Phe Pro Ala 

223 7 ^ 5 

225 gtc acg ggc tgg gga cac acc cag tat gga ggc 

226 Si Thr Gly Trp Gly His Thr Gin Tyr Gly Gly 

227 150 755 

229 ctg caa aag ggt gag ate cgc gtc ate aac cag 

230 til Gin Lys Gly Glu He Arg Val He Asn Gin 

231 7 65 770 

233 etc ctg ccg cag cag ate acg ccg cgc atg atg 

234 Leu Leu Pro Gin Gin He Thr Pro Arg Met Met 

235 780 785 

237 age ggc ggc gtg gac tec tgc cag ggt gat tec 

238 Ser lly lly Val Asp Ser Cys Gin Gly Asp Ser 

239 795 800 

241 age gtg gag gcg gat ggg egg ate ttc cag gee 

242 sir Vai Ill Ala Asp Gly Arg He Phe Gin Ala 

243 815 

245 gga gac ggc tgc get cag agg aac aag cca ggc 

246 Gly Asp Gly Cys Ala Gin Arg Asn Lys Pro Gly 

247 830 835 

249 cct ctg ttt egg gac tgg ate aaa gag aac act 

250 Pro Leu Phe Arg Asp Trp He Lys Glu Asn Thr 

251 845 850 

253 ccacccaaat gtgtacacct gcggggccac ccatcgtcca 

254 ggctggagac tggaccgctg actgcaccag cgcccccaga 

255 ctccagggct ccaaatctgc ctagaaaacc tctcgcttcc 

256 gggaggtaga aggggaggac actggtggtt ctactgaccc 



gta age ctg cat get 
Val Ser Leu His Ala 
630 

ate tct ccc aac tgg 
He Ser Pro Asn Trp 
650 

aga gga tte agg tac 
Arg Gly Phe Arg Tyr 
665 

ttg cac gac cag age 
Leu His Asp Gin Ser 
680 

etc aag cgc ate ate 
Leu Lys Arg He He 
695 

tat gac ate gcg ctg 
Tyr Asp He Ala Leu 
710 

atg gtg egg ccc ate 
Met Val Arg Pro He 
730 

ggc aag gee ate tgg 
Gly Lys Ala He Trp 
745 

act ggc gcg ctg ate 
Thr Gly Ala Leu He 
760 

acc acc tgc gag aac 
Thr Thr Cys Glu Asn 
775 

tgc gtg ggc ttc etc 
Cys Val Gly Phe Leu 
790 

ggg gga ccc ctg tec 
Gly Gly Pro Leu Ser 
810 

ggt gtg gtg age tgg 
Gly Val Val Ser Trp 
825 

gtg tac aca agg etc 
Val Tyr Thr Arg Leu 
840 

ggg gta ta ggggccgggg 
Gly Val 
855 

ccccagtgtg cacgcctgca 
acatacactg tgaactcaat 
tcagcctcca aagtggagct 
aactgggggc aaaggtttga 



1924 
1972 
2020 
2068 
2116 
2164 
2212 
2260 
2308 
2356 
2404 
2452 
2500 
2548 
2599 



2659 
2719 
2779 
2839 
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HI --lilt £~ 523S 35 

5SS5 22S5 SSSS2 5=K «EE = i 

261 cttcagtgtg tgtatttgtg taaatgggta aaacaattta tttcttttta aaaaaaaaaa 3139 

262 aaaaaaaa 

264 <210> SEQ„ID_NO: .2 

265 <211> LENGTH: 855 

266 <212> TYPE: PRT 

267 <213> ORGANISM: Homo Sapien 

l?0 ^TllfilTZ U Ala Arg Lys Gly Gly Gly Gly Pro Lys Asp Phe 
272 G^ Ala Gly Leu Lys Tyr Asn Ser Arg His Glu Lys Val Asn Gly Leu 
274 Glu Glu Gly Val Glu Phe Leu Pro Val Asn Asn Val Lys Lys Val Glu 
- l]l Lys His Gly Pro Gly Arg Trp Val Val Leu Ala Ala Val Leu lie Gly 
27? Leu Leu Leu Val Leu Leu G^y He Gly Phe Leu Val Trp His Leu Gin 
III ?yr Arg Asp Val Arg Val Gin Lys Val Phe Asn Gly Tyr Met Arg He 
III Thr Asn Glu Asn IL Val Asp Ala Tyr Glu Asn Ser Asn Ser Thr Glu 
->m 100 1° 5 1 

SJ P he val Ser Leu Ala Ser Lys Val Lys Asp Ala Leu Lys Leu Leu Tyr 

286 Ser Gly Val Pro Phe Leu Gly Pro Tyr His Lys Glu Ser Ala Val Thr 
288 Ala III Ser Glu Gly Ser Val He Ala Tyr Tyr Trp Ser Glu Phe Ser 
290 111 Pro Gin His Leu Val Glu Glu Ala Glu Arg Val Met Ala Glu Glu 
III Arg Val Val Met Leu Pro Pro Arg Ala Arg Ser Leu Lys Ser Phe Val 
III Val Thr Ser vll Val Ala Phe Pro Thr Asp Ser Lys Thr Val Gin Arg 
III Thr Gin Asp Asn Ser Cys Ser Phe Gly Leu His Ala Arg Gly Val Glu 
90T 210 215 2ZO 

III Leu Met Arg Phe Thr Thr Pro Gly Phe Pro Asp Ser Pro Tyr Pro Ala 

299 225 230 
( Gin ~ 
245 



DATE: 08/11/2003 



235 240 
300 His Ala Arg Cys Gin Trp Ala Leu Arg Gly Asp Ala Asp Ser Val Leu 

245 2 -*0 
302 Ser Leu Thr Phe Arg Ser Phe Asp Leu Ala Ser Cys Asp Glu Arg Gly 
260 265 
Val Thr Val Tyr Asr 
- — m 275 28G 

III Ala Leu Val Gin Leu Cys Gly Thr Tyr Pro Pro Ser Tyr Asn Leu Thr 
307 290 295 300 



III Ser Asp Leu SS Thr Val Tyr Asn Tnr Leu Ser Pro Met Glu Pro His 
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<210> SEQ ID NO 21 
<211> LENGTH: 103 
<212> TYPE: PRT 
<213> OR GANISM 



103^ ^ - / 

^ Seque^T> ^/j^ A^^^Z^^ ' 

< 2 20> Ww™^ r^A^U £ /J< fjr^cju! juJLvJ*- ^ 22x ?-£2r? 

<223> OTHER INFORMATION: : ^TT? ;^ flrflffoH' ~> ^ 
<« 00 > SEQOENCE^21 Leu v ^ iie ^ ^ ^ pro Gln Ris Leu ei y Leu ^fe^X. 

Arg Pro Pro Leu aL Leu Leu Glu Leu Ser Ser Arg Val Glu Pro Ser ^ 

Pro Ser Ala Leu Pro He Cys Leu His Pro Ala Gly lie Pro Pro Gly A 

Ala Ser Cys Trp Val Leu Gly Trp Lys Glu Pro Gin Asp Arg Val Pro J^^f ^ 
Val Sa Ala Ala Val Ser lie Leu Thr Gin Arg He Cys Asp Cys Leu 
?yr Gin Gly He Leu Pro Pro Gly Thr Leu Cys Val Leu Tyr Ala Glu 



Gly Gin Glu Asn Arg Cys Glu 
100 

<210> SEQ ID NO 22 

<211> LENGTH: 37 

<212> TYPE: PRT ^ 

<213> ^°r-^f M; / ^ tific:ial Seque 

^<213>^Hoino Sapien 
<220> tEA^URE: 
<223> OTHER INFORMATION: : 
«00> ^p E Ser 2 Axg Trp Ser Leu Leu Cys Gin Glu Glu Gly Thr Trp Phe 
Leu Ala Gly He Arg Asp Phe Pro Ser Gly Cys Leu Arg Pro Arg Ala 

20 25 
Phe Phe Pro Leu Gin 
35 . 



